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<210> 1 
<211> 11 
<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 1 

Cys Ser Tyr Tyr Ser Asp Gly Val Tyr Asp Cys 
15 10 



<210> 2 
<211> 11 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 2 

Cys His Tyr Ser Ser Asp Gly Thr Tyr Asp Cys 
15 10 



<210> 3 
<211> 11 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 



2 



<400> 3 

Cys Thr Tyr Asn Gly Asp Gly Ser Phe Asp Cys 
15 10 



<210> 4 
<211> 11 
<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 4 

Cys Ala Tyr Glu Ala Asp Gly Trp Phe Asp Cys 
15 10 



<210> 5 
<211> 11 
<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 5 

Cys Ser Tyr Ser Ala Asp Gly Thr Leu Asp Cys 
15 10 



<210> 6 
<211> 11 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Seq^uence: Synthetic 
peptide 

<400> 6 

Cys Gin Tyr Asp Ser Ser Gly Met Tyr Asp Cys 
15 10 



<210> 7 
<211> 11 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 



3 

<400> 7 

Cys Phe Phe Asp Ser Ser Gly Tyr Phe Asp Cys 
15 10 



<210> 8 
<211> 11 
<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 8 

Cys Thr Tyr Ser Ala Asp Gly Leu Tyr Asp Cys 
15 10 



<210> 9 
<211> 11 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 9 

Cys His Phe Asp Gly Asp Gly Ser Tyr Asp Cys 
15 10 



<210> 10 
<211> 11 
<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 10 

Cys Thr Tyr Glu Pro Ser Gly Met Tyr Asp Cys 
15 10 



<210> 11 
<211> 11 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 



4 



<400> 11 

Cys Gin Tyr Thr Ala Asp Gly Ala Phe Asp Cys 
15 10 



<210> 12 
<211> 11 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 12 

Cys lie Tyr Glu Ser Asp Gly Met Phe Ser Cys 
15 10 



<210> 13 
<211> 11 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 

peptide 

<400> 13 

Cys Gly Arg Ser Asp Gly Thr Trp Tyr Glu Cys 
15 10 



<210> 14 
<211> 11 
<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 14 

Cys Ser Tyr Tyr Ala Asp Gly Met Tyr Ser Cys 
15 10 



<210> 15 
<211> 12 
<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 



5 



<400> 15 

Ser Tyr Tyr Ser Asp Gly Val Tyr Asp Cys Gly Cys 
15 10 



<210> 16 
<211> 18 
<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 16 

Ala Glu Gly Glu Phe Cys Ser Tyr Tyr Ser Asp Gly Val Tyr Asp Cys 
15 10 15 



Gly Cys 



<210> 17 
<211> 13 
<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 17 

Cys Ser Tyr Tyr Ser Asp Gly Val Tyr Asp Cys Gly Cys 
15 10 



<210> 18 
<211> 21 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<220> 

<221> MOD_RES 
<222> (1) 

<223> Any amino acid residue capable of forming a 
disulphide bond, preferably a cysteine or a 
homocysteine residue, or a residue capable of 
forming a thioether or absent 

<220> 

<221> MOD_RES 
<222> (2) 

<223> Ser, His, Thr, Ala, Gin, Phe, Gly or lie 
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<220> 

<221> MOD_RES 
<222> (4) 

<223> Tyr, Ser, Asn, Glu, Asp or Thr 
<220> 

<221> MOD_RES 

<222> (5) 

<223> Ala or Ser 

<220> 

<221> MOD__RES 
<222> (8) 

<223> Thr, Val , Met, Ser, Trp, Tyr, Leu or Ala 
<220> 

<221> MOD_RES 

<222> (9) 

<223> Tyr or Phe 

<220> 

<221> MOD_RES 
<222> (11) 

<223> Any amino acid residue capable of forming a 
disulphide bond, preferably a cysteine or a 
homocysteine residue or absent 

<220> 

<221> MOD_RES 
<222> (12) . . (21) 

<223> Variable amino acid and this region may encompass 
0 to 10 residues 

<220> 

<223> See specification as filed for detailed description of 
substitutions and preferred embodiments 

<400> 18 

Xaa Xaa Tyr Xaa Xaa Asp Gly Xaa Xaa Asp Xaa Xaa Xaa Xaa Xaa Xaa 
15 10 15 

Xaa Xaa Xaa Xaa Xaa 
20 



